SIR -As senior researchers in computer science, we were interested in both the report Towards 2020 Science, published by the Microsoft Corporation, and your related set of News Features and Commentaries (Nature 440, 398-405 and 409-419; 2006) . The vision of advanced computational techniques being tightly integrated with core science is an exciting and promising one, which we are glad to see being carefully explored and presented to the broader community.
We are, however, concerned that, of the 41 participants and commentators brought together by Microsoft, not one was female, with the same being true of the nine authors of the related articles in Nature. The report notes that the participants in the 2020 Science Group were geographically diverse, representing 12 nationalities, coming "from some of the world's leading research institutions and companies [and] … elected for their expertise in a principal field". Women have earned between 13% and 18% of all PhDs awarded in computer science and engineering in the United States during the past two decades. Women also work at leading research institutions, and also have expertise in the relevant fields. In most other scientific fields represented in the report, an even higher percentage of PhDs is female.
That the omission of women from the 2020 Science Group was doubtless unintentional does not lessen the negative message conveyed. The future of computing will be defined by the efforts of female as well as male computer scientists. 416-417; 2006) , draw a firm distinction between von Neumann computersthe usual computer as we know it -and biological systems. But there are many alternative models of computation. A Prolog (logic programming) computer, in particular, does not seem to exhibit several of the differences singled out.
A Prolog computation, like its biological counterpart, does not need an order of execution. Any partial ordering of the major components, known as clauses, are determined by a dynamic succession of pattern-matching operations. Within these clauses, the execution of logic expressions is unordered: A and B is the same as B and A, and it does not matter whether we deal first with the truth of A or the truth of B (although computational constraints sometimes impose a partial ordering). A key for biological modelling would be to impose only those sequence constraints that have analogues in biological systems.
A 409-410; 2006) , encourages the development of new formalisms within computer science that integrate mathematical logic and probability calculus.
Prolog may not be a perfect computational model for biological systems, but it exemplifies a system that could be a better fit for biological modelling. 
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